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Positions and Education
Principal Investigator, MIGAL - Galilee Research Institute and Tel-Hai collage, Israel.

2021-2024  Assistant Project Scientist, University of California, Los Angeles, Los Angeles, USA.

Plath lab, Department of Biological Chemistry.

2015-2021 Postdoctoral Researcher, University of California, Los Angeles, Los Angeles, USA.

Plath lab, Department of Biological Chemistry.

2009 - 2015 Ph.D., Faculty of Biology, Technion - Israel Institute of Technology, Haifa, Israel.

Topic: “New computational approaches to study protein-nucleic acid recognition".
Advisor: Prof. Yael Mandel-Gutfreund.

2011-2013 Visiting student, Molecular and Computational Biology Program, Department of

Biological Sciences, University of Southern California, Los Angeles, USA. Advisor: Dr.
Remo Rohs.

2007 - 2009 B.Sc., Faculty of Biology, Technion - Israel Institute of Technology, Haifa, Israel.

Final project topic: “Assessing transcription factor motifs by comparing transcription
factor expression to gene expression".
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Presentations in Conferences

1. MIT Virtual Workshop: Genome Architecture and Dynamics. Talk “XIST mediates
unique mechanism of X-chromosome dosage compensation in early human
development”

2. Computational Modeling of Gene Expression and its Evolution, Tel Aviv, Isreal. Talk
“A Widespread Role of the Motif Environment on Transcription Factor Binding
Across Diverse Protein Families”

3. Advances and Challenges in Protein-RNA: Recognition, Regulation and Prediction,
Banff, AB, Canada. Talk “Beyond the consensus: The role of the motif
environment on transcription factor binding”

4. FISEB/ILANIT 2014, Eilat, Israel. Talk “Widespread evidence for DNA shape
dependent transcription factor binding preferences”

5. RECOMB/ISCB Conference on Regulatory and Systems Genomics, with DREAM
Challenges, Toronto, Ontario, Canada. Talk “Widespread evidence for DNA shape
dependent transcription factor binding preferences”

6. Genome informatics, Cold Spring Harbor Laboratory, NY, united states. Talk
“Widespread evidence for DNA shape dependent transcription factor binding
preferences”

7. Rules of protein-DNA recognition: computational and experimental advances,
Banff, AB, Canada. Talk “Covariation between Homeodomains and the DNA
shape of their binding sites provides new insights into protein-DNA recognition”

8. Technion Departmental Retreat, Kfar Blum, Israel. Talk “Homeodomain-DNA
shape recognition code”

9. Israel-germany symposium, Haifa, Israel. Talk “Genome-wide DNA shape analysis
of transcription factor binding sites”

10. USC Departmental Retreat, Laguna Beach, CA, United States. Talk “Genome-wide
DNA shape analysis of transcription factor binding sites”

Selected Awards

Israel ministry of science - Women in science fellowship
Israel ministry of science - Travel fellowship

Irwin and Joan Jacobs fellowship

Honorary excellence scholarship from the faculty of biology

Public outreach
Volunteered with “Aleh” association, working closely with visually impaired people
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